McGuire et al., http://www.jem.org/cgi/content/full/jem.20122824/DC1 Figure S1 . Amino acid alignment of the germline-reverted antibody heavy and light chains. Amino acid sequences were reported previously (Scheid et al., 2011) . Indicates identity to VH1-2*02 (heavy chain) or identity to germline NIH45-46 (light chain).
Table S1. Characteristics of 'VRC01' class antibodies
The amino acid sequences of the mature and germline antibodies were reported previously (Scheid et al., 2011; Wu et al., 2010 Table S2 .
IgG binding to recombinant Env proteins
Results obtained by ELISA as discussed in the Methods section. *indicates Envs that were tested by direct adsorption ELISA, the remaining Envs were tested by capture ELISA. % Coverage was determined by dividing the number of HIV Envs recognized by each antibody by the total number of HIV Envs tested (including the SF162-D368R gp120). Patient 3 germline is the common germline of 3BNC60 and 3BNC117 (Scheid et al., 2011 
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